
Epigenomics Data Analyst
Reference: CNAG Epigenomics Analyst

The Centro Nacional de Análisis Genómico
(CNAG‐CRG) is one of the major Genome
Sequencing Centers in Europe with a park of
thirteen high throughput DNA sequencers
supported by an extensive informatics
infrastructure.

The CNAG‐CRG is actively involved in
collaborative research projects on a number of
specific Genomics related topics: Disease Gene
Identification, Cancer, Infectious Diseases and
Model Organisms. It has also been strongly
implicated in the European epigenetics project
BLUEPRINT and is active in the International
Human Epigenetics Consortium (IHEC).

We are seeking a bioinformatician with a
strong background in epigenomics and other
omics analyses, mainly for the analysis and
interpretation of NGS derived datasets from a
variety of scientific projects both internal to
the CNAG‐CRG and with external collaborators.
He/she will join the Functional Bioinformatics
team and report to the Functional
Bioinformatics team leader. They will work in
close collaboration with other members of the
CNAG‐CRG as well as with national and
international researchers from institutes and
centres collaborating with the CNAG‐CRG.
They will also be expected to participate in
national and international research projects as
requested by the team leader. Besides
conducting analyses, he/she will also be
implicated in developing, testing and
benchmarking the omics analysis software and
pipelines of the CNAG‐CRG.

Responsibilities:
1. Take responsibility for the bioinformatic and

statistical analysis of epigenomics and other
omics projects as requested by the team leader.

2. Assist in the testing and deployment of new
analysis tools and pipelines for omics analysis .

3. Provide bioinformatics and statistical assistance
to internal and external collaborators in the
context of omics data analysis.

Candidate profile:
1. A PhD in Bioinformatics, Biostatistics or related

discipline and proven experience in the field.
2. At least 3 years experience analyzing and

interpreting NGS epigenomics datasets.
3. At least 3 years experience working with Unix

clusters, scripting languages and R.
4. Previous experience of handling, analysis and

interpretation of diverse types of omics datasets
strongly preferred.

5. Experience working with large national and
international research projects an advantage.

6. Excellent organizational and communication skills
with good spoken and written English.

Application procedure:
Interested candidates may submit a CV and a brief
statement of experience and interests before
February 21st 2017 to Dr. Simon Heath at the
recruitment portal through the following link:
http://www.crg.eu/en/content/jobs/cnag‐jobs


